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Supplementary Figures
: Implementation of a RT-PCR approach for the specific detection of the pre-U3 snoRNA species. (A) Principle of the RT priming from a hairpin oligonucleotide. (B) Cartoon presenting the set of specific primers used for RT and PCR steps in order to discriminate the maturation state at the 3' extremity and the splicing status for each RNA species. (C) Visualization on agarose gel of the RT-PCR products obtained from in vitro-transcribed mature U3 and long pre-U3 RNAs. The hairpin RT mature primer was used for the RT step, PCR products were amplified using the 5'PCRa and 3'PCR primers. In order to assess the specificity of the hairpin RT mature primer, a large amount of 40 fmol of legitimate (mature U3) and illegitimate (pre-U3 long) template RNAs was used. RT-control corresponds to a RT reaction without primer. (D) Visualization on agarose gel of the RT-PCR products obtained from a total RNA extract using the various RT primers. PCR products were amplified using the 5'PCRa and 3'PCRb primers. PCR-and RTcontrols correspond to a PCR reaction without cDNA template and a RT reaction without primer, respectively. Superimposition of U3 snoRNP cryo-EM structure from S. cerevisiae (49) with Snu13p-Rsa1p 239-265 crystal structure from S. cerevisiae (50) displaying Snu13p amino acids involved in interactions with protein partners. The interaction site for Rrp9p/U3-55K was identified by pull-down experiment with the human proteins (69). The interaction sites for Nop56p/NOP56, Nop58p/NOP58 and Nop1p/FBL were deducted from the X-ray structure of S. solfataricus box C/D sRNP (82). Interaction sites for Prp31p/PRP31, a U4 snRNP component paralog of the NOP proteins, were identified by NMR footprinting (87). Interaction sites for Rsa1p/NUFIP1 were identified by various in vitro and in vivo approaches for both, human and S. cerevisiae proteins (50,51). The numbering corresponds to the yeast protein and is shifted by +2 in the human protein. (B) Sequence alignment between the human SNU13 (15.5K) protein, the S. cerevisiae and C. thermophilum Snu13 proteins. Interactions sites displayed on the structure are indicated by color dots on the alignment using the same color code as panel A: orange for Rrp9p/U3-55K; light blue for Nop56p/NOP56; yellow for Nop1p/FBL; magenta for Rsa1p/NUFIP1. 
